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PD-10 Desalting Column
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1. OE (2 AOXEDETAIE)
MiniTrap G-25 $3&U PD MidiTrap G-25:95% (A, B)
PD-10:95% LA L (C)
2. BRIEIN=
PD MidiTrap G-25:98% (B)
MiniTrap G-25 &KV PD-10:99% LA L (A, Q)

Trap products: A) PD MiniTrap G-25 B) PD MidiTrap G-25, and C) PD-10 Desalting Column

Sample: 1000 pg/ml bovine serum albumin (BSA)in 1 M NaCl
Sample volumes: A) 500 pl, B) 1000 pl, and C)

2.5ml
Equilibration buffer: &K

*  The recovery curves are normalized against the total amount of loaded sample.




