10 S
AIU==20 : EDNFiE

& ffm
EERCEBRY D TIVIER
oY —-FvIAE M
UH >R INIED Biotin L

D> R INIEDEITEAL
BIERTY NPV
B IIOER. AIEZHORE
& BN FAEEMAI-Z2 DEHE
& UH-FVITDRE -REDI YNNI




XUHIC

10 BS&. FUSHTERD FEEIDAN) - % T35 ENEER/— N T, Biacore TIEEL—IRZIY
—Z>4 (HTS) NSHZIIEERSNILARD TALEWSAT I, £eld. TZTADRSATFUNS, 45y
INDELOHBERZIBIFRICEYy MEEY)ZIEIRUE T . DMSO WAIE THIHE. Vv R CEEM1E

ZITOCEEHNFT . AFSTIE LMW Screen LU Fragment Binding level screen £ COFIEZEEEHLFT

ERFEEMS(I5Y ISIAYNS1T5Y

1. LMW Screen
Sticky RZE#E)HBU\(&
FATVLLFOL AR 2D L EYIDBRSH

Competition Screen
EIRMEOMEER 2. Fragment Binding Level Screen

1. Fragment Clean Screen
YITEDENI ST A MDBRZE

Affinity Screen SERBINRZEENZ S 5T5 A FORRS
SFHRAB BRI

Competition Screen
EIRMEOMEER
Affinity Screen
SFHAAB BRI

BEDFAEEOD Ko. ko kBOBLZBNE TG, 6 ASHED FLEM—52/\VEOHREER 1%
CESE(CLTZAL,

B FACEYAI) -2 %4iT53% A Biotin {EUIRUA > RI>I\NIERFEL. Sensor Chip NA F/z(&
Sensor Chip SA ZFAWTUWVIZ(CE T ZOU—Z20) RBRICH D 2RI 2 &/ \RICT B ENEAFEINE T,
A*&(E Sensor Chip NA Ffz(& Sensor Chip SA ZFWHARD FALEWRAIU—-— T DHA RERDFT,

0 B FACEMAI) -2 ~MED AL EY—45 >\ VEORBE/EBOFHMICEL T,
Z55M Webinar 5 EE(CLTLEEL,

W R ! Biacore™ B L AEZMADT—-HI0—
https://www.cytivalifesciences.co.jp/tech support/webinar/biacore-strategy-and-
measurement-conditions.html

A Biacore X100 ZCfEFDIGE . AR IEZITO(C(E Plus Package NAEETY ., [f2U. SRB TEZ/\(7ILEN
15 AREPRBNBTod. ZH O TINAD) -2 (CIAREETT,
MEMO




LMW Screen TESNZ Y —-J508L070v N

Sensor Chip NA FJz(& Sensor Chip SA ZFBWVHAR D FLEWMAV) -2 (LMW Screen) Tl(& AT D
RIS LMESNET . AV -2 DERPETIIZEDY > TN R LCAIE T LN BRIDN
. AEEWE 1 BERITEARNCBELUVRVWTRIELET, sticky BRY > TIUIBRIIN. XHT+T 3> MO
—)LELEBR U TLU AR ZANRBNBZHNEIN TIRDIAATVEET,

RU
40+

354
30
254
204
151

104

se {0 = Analyte baseline_1)

5

o ——

Respon:

-5

104

-154

T T T T
a 50 100 150
Time

ﬂ I3 A> NS4 TFUICHHD Fragment Clean Screen HELU Fragment Binding Level Screen D&, ERIFRT
STATNTIIEBICHRBENR V2o, FERZRDOE Y -5 0B RUET .

ZY TINOFEE L AR A& LHEI T B35 E . Evaluation Software ZFAWTIA T OLIRAF vy —J0Oy M
YERXL T, T =A% HlILE T

Binding Late (Adjusted relative) vs 9>

X BCZ YT (Cycle. Channel &) . Y BilC Binding late DL AR R ( ERFREHR) 2% FELET .
BN TFALEY TIERIE Adjustment #EEZFIVT, FF 2. UAVRNEME (> —-IUEEYIDL IR R)
DRRREZFHIEL. —ROBMBETLY MNEIRTEDLICLET

600

500

400+

sted relative

w
=}
5]
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Not a control

[*)
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L
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T
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o
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Q
Q
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Q
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Q
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Q
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]
]

-100

0 BB IEALEECRIL TE. TBERDEEFBISEICLTLIEAL,
BDFAIV—Z2) OHIEBERICOWT

https://www.cytivalifesciences.co.jp/contact/biacore-
concierge/articles/correction-function-for-small-molecule-screening.html
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O
1. RERCHERY>IIVIER
VEYREFFS51 b

BDFALEWAI) -2 J0TFT A RPN -2V ) 2RI dima. 92\ I8=IA Y RELTEEILL.
BDFLEMEIITFTAS M T F A MLET

RFELANWIERE

ANIRER VAV ROFY I\ IEZE mgiml. 7T 54 Mg 10mM BLERE, BIRERRDEIRERY>T
WeZTRRIZEW,

B> R 7F51 MENENOD FEIBFBNIMETT,

[RERAE]

NFE DFE ANTIRE FE e ImER

UB K

A BDFALEMFRBTIFTAY M BHAETA NS 3I5E(E DMSO ZFVTLIZEW, FHC, IH/ - REDIE
FEOHBHBEZAVSLE Y-S LNENET,

Aﬁﬁ?{ EEYTST A MY DMSO TAMWIENTWRIEE. SBIERTEE 5% TO DMSO iBEERDLDS
SN IP—THRUET, Tz, =25 N\wI7—(CEE—EED DMSO &L, ZEREDT T34 NE®RE
DMSO BEEZRIZE T,

MEMO




2. ERICWERTIY-—FyIOHFER
EDTFALEMRY) -2 TRBELRB LY~ Fy T OHERE T RlCELHER.
DICF Iy ANB AR TV IR T

EREAZBUCHRIZED

O BBK - )\yI7—0FHBIR. FEFkRe
O #MEOVIR (FLATLTRE)

O E>tyh

O Xq90ERYN-FyT-X(90F1—-T%8

o —FyS il Ay

Sensor Chip NA (NeutrAvidin) Z/z(d Sensor Chip SA (streptavidin) ZFAWET,

[J Series S Sensor Chip NA (3 X : 29699622, 1 #2 : 29407997)

[J Series S Sensor Chip SA (10 #2 : 29699621, 3 #% : BR100531. 1 #X : 29104992)
* Biacore 8K,8K+,7200,5200 DIZ&

[J Sensor ChipSA (3 # : BR100032. 1 X : BR100398)
* Biacore X100 Mi5&

\ x agf ,

A Biacore X100 (L9 Sensor Chip NA DEXDIRWEHDFE Ao

A NA (& SA [CEFENS RYD BeHZ21FET . 7731 MOIFFEIESZERUE T, [lZU. ERUVESREDBERRD
IITAR=RS1 I ELN B8 SERIDLSIIED F1T59 A RAD) -0 BERIENESRVELSLEZBEDIR
WMEB/ERRIEICAVEY,

BEE{CFCHEBRIST13AZ7 - HRER

Sensor Chip SA Z{#EH I 3155 :

O J>7433=>%7AM : 1 M NaCl, 50 mM NaOH

O 5E3AaM : 50% Isopropanol, 1 M NaCl, 50 mM NaOH
Sensor Chip NA Z{EHI 3155 :

O J>7433=>%7A®R 1 1 1 MNaCl, 10 mM HCI

O J>7433=>YJ7A% 2 1 M NaCl, 50 mM NaOH

O a1 : 50% Isopropanol, 1 M NaCl, 50 mM NaOH

(FUIC 2 M NaCl, 100 mM NaOH ZVERR L. BBHUK TEERIRUIBDEIT1432A- 0@ R (NA DIBE. ]
STA3AZIIER2) | Isopropanol THEEFRIRUEOR R ERET DEEFI T, Isopropanol TEEULEIR
(& 1 BREIAARCTERIZE,

MEMO




SNy Tp—
L[] PBS-P+, 10X 0.2 M phosphate buffer with 27 mM KCI, 1.37 M NaCl
and 0.5% Surfactant P20 (Tween 20)

] PBS, 10X 0.1 M phosphate buffer with 27 mM KCl and 1.37 M NaCl
E—IEIR(E PBS-P+TT ., WINEBHIKT 10 BHIRLET (LEREF10XBE) - 731 bDEEn
DMSO TAMIENTVRIBE. BIERICET TS5/ NERERIEE (B 5%UT) O DMSO Z&RIUET,

S22 NI — RIS LB E A D DMSO
[0 DMSO (Dimethyl sulfoxide)

A 99.5%A_E DK DMSO ZT(EAIEEW, BRI 2L 59— IS ANEN IO TR EIREELEREAR(SGEEL
TLIZE L,

>IN

[0 Biotin {EUA> RI>VI\HE

O 7314 MEDFEEY)

m X 5mEH

R (2ES J-RES
Series S Sensor Chip NA 3 29699622
Series S Sensor Chip NA 18 29407997
Series S Sensor Chip SA 10 X 29699621
Series S Sensor Chip SA 3 BR100531
Series S Sensor Chip SA 148 29104992
Sensor Chip SA 31 BR100032
Sensor Chip SA 142 BR100398
PBS-P+ 10X 1%x1,000 ml 28995084
PBS 10X 1%x1,000 ml BR100672

MEMO




Ousv ko288 Biotin 1t

CZTlE NHS-Biotin ZFHWEUA > RI>INIED Biotin {bHIERUET .

1. WEBIRERE

O UAYRIZINE

(] Biotin {LE{ZE

[J PD SpinTrap G-25 -+« JI)—Biotin DFREICESWVET (100~180 ul)
[0 HBS-N -« +Biotin bR ISEF D/ Iy —

* Biotin 1L/

EZ-Link™ Sulfo-NHS-LC-Biotin, No-Weigh™ Format, Thermo Fisher Scientific: A39257
EZ-Link™ NHS-LC-Biotin, Thermo Fisher Scientific: 21336

2. Biotin 1SS

A INTEOEAF AZIC(E, BILVLEICUTAZINIE © NHS-biotin = 1 : 1.5 ERBLD. F2/IEEIR 90uL
& NHS-biotin /&R 10uL BE TREAEUVTRIGEEFET, 72/\MEBDEELT 10-100 ug (LU TEAF AR
HEITVET,

[EERXE]

Hg nmol DF=

AN (90 L)

NHS-Biotin (10 pL)

xB=2 (ug) /7= (kDa) =¥E= (nmol)

OLL{‘FODE’r%itD\B\ NHS-Biotin /5% 9 2R DB RENETETETEY,

V, = (Xx M )/(M, x C, x 15)

Vw (mL) = NHS-Biotin iz HIRT 2B R=E

X (mg) = NHS-Biotin {ZEE £

Mig = UH Y RINIBEDDF=

Mw = NHS-biotin D73 F£

Ci (mg/mL) = 100 yL DB = TEAF AL T ZERDUL > RORIREE
* Ex R DEUBE(L 1.5 TIER 15 ROTTERUTLIZEL,

A DMSO (C&BBENNETR Sulfo EHNDUVTULVRL NHS-biotin (& EiEE O MIZVERRLTHS)\WI7—12E(C
HIRUET,

MEMO




BINIBOEAF AZRICE. BIVEEICUTAZINIE © NHS-biotin =1 : 1.5 £ BELD. I\ IEIAR 90uL
& NHS-biotin 10uL DEIETESULTRIGEEEY,
=BT 1 RS0, onice UL 4-8°CT 5 BEFfEI~—BfA >F1X— R NUE T,

[RERAE]

IS FRaksE

3. PDSpinTrap G-25 [C&BIV—-EAF>DBRZE

A 2FIN-MEIERRIED T ) - EAF > ZBRE T U BENGHDET > A B -
LUF T(F##%t PD SpinTrap G-25 ZFAWAIZFBITLET . / : 4%

1. NDILZRINTYIXTHRERU. Finzifolct&. J9%U0ELE 1.5ml F1—-JICty UET,
2. 800xg C173M&ELT. RFEREREFT, F1—J(CEUNSNIARFRITEVIREE T,
3. HBS-N/\wJ7—% 400ul AWHNU. 2. £EHRDIRIET. 5 BIOFEE{LZITVET,
(1elH O2kEH O3EH O4@BH Os5EH
4. H7LEIVISISFI-TICYRU. 100~180 pl DB TIVEZRINUET . 140 pl LT DIHE. 140 pl
A E(CR2EDN\YI7—2mINT 2R UET,
5. 800xg T2 3DRLT. YOINZBERUET . [MBROFT v IZHEHET,

PD SpinTrap G-25 DfEFE75AICEAU T Product booklet HZHEZRIZELN,

A A NDEBRICTZFRMERNEENZIHE (Glycine X2 Tris. 72AEFTNIA RE) | EAF ARSI/ \WI7
—MEITVETS,

HONTEORICE, EAFURFHNREBE0. HEESICIMEMCEBIRREONHDET . COLIBIFEEEA
FASZHOESVORB{EHNEICRD, 0.5-5 BB OLECTARIEL TH TIZE W,

DAY R EFr T Fr—TERVNEE, JU-EAFIHBRIITORVNCENHDE T, COLIRIGE. #E280E PD
SpinTrap G-25 2@ 9 CLEHENDUE T, £, VivaSpin 500-3K REDREI 2% I 5E5EHNFT .

m X5k
Hm (253 J-RES
PD SpinTrap™ G-25 50 A& 28918004
Vivaspin™ 500-3K 25 1@ 28932218

MEMO




Dsiotin {LUH> ROBELE
Sensor Chip SA F/z(& Sensor Chip NA ZFEWBIHE. (FUSHDIATYTELT Sensor Chip (C Biotin 165 >/0
NEZEEILLET,

1. Sensor Chip SA F/zl& Sensor Chip NA TESN2 Y -3 A

Sensor Chip SA FJz(d Sensor Chip NA ZFU\Z Biotin {6\ IBOEE/LTE. U TFOLSRE Y -3
LHEsNEY,

OI>T13AZ)ER% 3 BIRIMUES . @Biotin LA\ VBZRINUET . QFREEZEITFLET A=
54> (UAY RAFIIERIORERED) (IS0 EEILETY,

RU

65000
@ Conditioning

55000

@ Biotinfb US> 1 | @ |

0 400 800 1200 1600 2000
Time ]

Response

45000

35000

0 QEFARIE. JO-ISNOREEEFITDENTHDID. T2 —ISACELARZRELTRNEE A,

MEMO




2. BEIEICHIFBTZT I\ I7— D%l

Biacore {HABFIC(IEICT I N\ I7—ZRUKTE T BN FALEWRAI) - Tld B—&IRE
PBS-P+T 9, UDEL) \wI7—~—X(C. FREMIREZHNZS NaCl. KCI. BUKiEEZHNIZS Surfactant P20
(Tween 20)WRINENTVE T, Surfactant P20 ZFRETCLMBZE. PBS ZFAVE T, WINBEBHEIKT 10 /&
HIRUET,

7754 MRS FALEYDN DMSO TAMIENTWVRIGE. AIERNT > > N\yI7—(d 77514 NER
EE—RED DMSO ZRINUEI N, BE(CREFEDT> =T )\wI7—IC(E DMSO ZRIUEE A.

1 PBS-P+, 10X 0.2 M phosphate buffer with 27 mM KCI, 1.37 M NaCl
and 0.5% Surfactant P20 (Tween 20)

1 PBS, 10X 0.1 M phosphate buffer with 27 mM KCl and 1.37 M NaCl

SE—18IRE PBS-P+T I . WITHHBHIKT 10 BHRIRLET (LEF 10X IBE) . BIKTERFFARL WL
&0\, Biacore X100 Base package F/z(d Biacore 3000 LU BID#AER CEADISE. IRSIHNNETT,

RGBT 1IEZITIIHA. LT0/\yIr—82BR(CCREIEEW.

Biacore 8K/8K+ c++ 500 ml
Biacore T200/S200 - 200 ml
Biacore X100 c++ 150 ml

BYEON\YI7—bERVERIFIFIN RMBERUIHS. 0.22um J(ILI—2BETVET,

A BHEFE(CHIFS Standby Flow BEDZ> >0 \wI7—HEBE(EATOENTY . 218 (7 BEILAA) Standby
Flow TEWTHERE, NyT7—DIKE(CRVE T TIZEN,

Biacore 8K/8K+ -+ 260 ml/ 24 B[]

Biacore T200/S200 - -+ 65 ml/ 24 iR

Biacore X100 <++200ml/ 7 BHE
MEMO
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3. oY —FVITBLVIRT LAD#EE

Sensor Chip @ RyJ

Sensor Chip (&, HFE(CLH>TTERVEE Y —FYTRAARNERDFE T, /\wI7—ARNULCETIRS>Z>
)\ I7—%#E4HLU T, Sensor Chip & RwIULFY,

-~ ‘ i @ evtiva e

Elar)ar'e Serios 5 Sen.
A B |

d

SOr Chip

-~ //17 i
o/ L 4 aga ;
&F

3

Series S Sensor chip NA Sensor chip SA
Series S Sensor chip SA * Biacore X100 DiHF&

* Biacore 8K,8K+T200,5200 DiH&

SATLDONYI7— B
Bz EUHBREICE ERITD I Ny Ir—TI AT LAADBRERZITVET . /\VIr—FBF1—
THRNUC Y henTWS Lz ERL. AT 2EITLET.

Biacore 8K MIBEA : Instrument Control #7H'5 Change Solutions #3&iR

a
' Change solutions
(=}

Biacore T200, 5200, X100 MIFE : XZ1—/V—h"5 Tools — Prime TiEIR

Tools | Help

11



4. Biotin {6 I\IEDEITFEAL

Biotin {bLAI\D&E(L, ST N\wI7—THIRL. FHAEDOAVY RV TEE/LZ1TVETS . #& Sensor
Chip DERASER. & IFU ZZSRESL,

EEMAIN =T ICBNTIEZBNBL AR ZNNE W esd, +DEDVL Y RIZ N IEOBEEILNBETT,
AN —=Z>JTFRIRERRDEEIELEF T .

Sensor Chip SA &1 Sensor Chip NA [CSFBEIFEIE
Sensor Chip SA (CBIFBEITE{L (. HFEZEDXAVY RE W TLIZE0), Sensor Chip NA (CBIFBEIE/LIET)
Y RSN THDFBADTIRENNETI , & Sensor Chip [CLBEE(LSERIBEI-1FINETSRBES L,

£ F& Sensor Chip @ Procedure step (FLA T D@ENTY,

Sensor Chip SA

O J>7433Z>%7A% : 1 M NaCl, 50 mM NaOH 60 # x 3 [@l. 10 pI/min.
[0 Biotin {ELUA>R LARZNEBFN T DE T, 10 Wi/min.
O R E| : 50% Isopropanol in 1 M NaCl and 50 mM NaOH 1[G

Sensor Chip NA

O J>7433=>%7A®R 1 1 1 MNaCl, 10 mM HCI 60 4 x 2 [B], 10 PI/min.
O J>7433= 7% 2 1 M NaCl, 50 mM NaOH 60 # x 1 [@, 10 pl/min.
[0 Biotin fELUA>R VAR ZNEBFNTDE T, 10 Pi/min.
O FFa® 1 50% Isopropanol in 1 M NaCl and 50 mM NaOH 1[0]
RU
65000
o 55000
(%]
5
g— -------------------
()
(14

- @ BiotinfEUH > el H».
— /

0 400 800 1200 1600 2000
Time s

B FALEMAI) -0 %1556 VA ROFEESL AR ZANEIFN I 2F T+ (CBEBIZENE T, EI9HR
HAZDA>INVIET(E. 8,000~10,000 RU IZEEEILENF T,
MEMO
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BTFOREZSZE(ICLT. RST4T2M—IULEY) (7F34N) (CHIFZIBHII Rmax ZETELTHET. BL
EUT 20RU 2B EBANBERILTY,

7354 b053FE (Da)
UN>RD53FE (Da)

I85%HY Rmax=

x UA>ROEEILE (RU) X UG ROMER

[EERXE]

3F& (Da) HEREY Rmax (RU) ./ UAYROEE(EE (RU)
7FI4 b IE5mAY Rmax =
DA~ R BEELE =

A Biotin {6 )\UE (UAVR) (3. hIT7IT1T I OHCEFELLET,

BEELENM D TRVMGE. BIOBEE(LHTAIEETY, BUXVYREERIZIHE. 1>T133- 03 RELT
S N\ I - AWTEEW, PR ARIEEAR(SRUE D,
MEMO
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Biacore 8K MIZE : Method 77 M New &£D. Surface preparation—>Immobilization Zi&iR

Instrument control

Activity history ~ Methods Runs

© ome

® Empty methods Name Description
& Surface preparation pH scouting Scouting of ligand pre-concentration in immobilization buffers with different pH.

& Assay development Immobilization Standard covalent coupling immobilization on Sensor Chip CM5.

b & Binding screen Immobilization low levels  Covalent coupling immobilization for obtaining low ligand levels on Sensor Chip CM5.

b = Kinetics / affinity

Biacore T200 DIHE : N Wizards &b, Surface preparation—>Immobilization—>New Zi#ER

E Open/New Wizard Template O X

(L1 Surface Preparation

! Immobilization pH Scouting
: Immobilization

(L1 Assay Development Name Typa
% Regeneration Scouting

Lok in: |7 Methods And Templates | £F

Buffer Scouting
Surface Performance
(1 Control Experiments
/] Kinetics - Linked Reactions
7] Kinetics = Mass Transfer
D Assay
; Kinetics/ Affinity
Binding Analysis
Concentration Analysis
Thermodynamics
(3 Immunogenicity
/] Immunogenicity Screening
} Immunogenicity Confirmation
Immunogenicity Isotyping

MEMO
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T lat . N
Biacore S200 DIFH : Template 5T &D. Surface preparation—Immobilization Zi&R

Biacore $200 Control Software

i Eile View RBun Jools Help
: ~ | AP

2=2"11 NEIEL ]
Toot |

Biacore Templates

5 Blank template

I:.I Surface preparation
-2 pH scouting

B Immobilization
(23 Assay development
5] Binding screen
Kinetics/affinity

Create Assay Wordlow
[ Kinetics/Afinity.

Biacore X100 DIFE :
Biotin {6A>/\VEHDI—/J0—-%ER%E T

Create Assay Workflow O Kinetics/Affinity KD TFRIDLSIC

Create Assay Workflow - Kinetics/Affinity

X
Ligand details Preview of recommended Assay Woriflow
Ligand name: [Biotin Protein |
My ligandiis... [= barmclecie wih atag 7 Sensor Surface Preparation
My ligand s tagged with... | biotn ] Immobilize
Ligand attachment approach Assay
Find Sample Conditions
(O Use Biotin CAPture Kit
(® Immobilize ligand on Sensor Chip SA
Other Find Regeneration Condifions
(O Capture using own antibody and Sensor Chip CM5
O Immobilize ligand covalently using Sensor Chip CM5

Run
YERXUTE Workflow H5. Surface preparation—Immobilization— @ Run Zi&iR
MEMO
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ElFE{CE DR

Biacore MBEFE(CLHT(E. EEILEELT Response Bound & Response Final @ 2 FEFENRRSNET,
Sensor Chip SA &7 Sensor Chip NA Tl&. Response Bound ZEIFEE{LEELTHRALZET,

[0 Response Bound U~

[ Response Final

Immobilization result
Chip SA

Channel

Flow cell

Chemistry

Method

SRR OT Y-S LADEE0E
A>T A2V ERFNIRINB UL > RN T 07Z=

e

Response bound (RU) Response final (RU)

3/28/2022 5:42:41 PM 1

3/28/2022 5:42:41 PM

3/28/2022 5:42:41 PM
3/28/2022 5:42:41 PM
3/28/2022 5:42:41 PM

W W oNN

3/28/2022 5:42:41 PM

SA-biotin capture
SA-biotin capture
SA-biotin capture
SA-biotin capture

SA-biotin capture

SA-biotin capture

Immobilization
Immobilization
Immobilization
Immobilization
Immobilization

Immobilization

Activation/Deactivation

Enzyme 8373.0 83713
Activation/Deactivation
Enzyme 83424 83409
Activation/Deactivation
Enzyme 83479 83383

MEMO
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[ZEE&XTE : Biacore 8K,8K+)

Fc1

Fc2

DA~ RDFEEEZ (RU)

Ch1

Ch2

Ch3

Ch4

Ch5

Ché

Ch7

Ch8

[SEE&XE : Biacore T200,5200)

Fc1

Fc2

AR FEELE (RU)

Fc3

Fc4

[ZEE&XTE : Biacore X100)

Fc1

Fc2

AR FEELE (RU)

MEMO




Onestyrryy ~BEREMUE

HSIH TEEILAEOIO—%ZHERIZE WV B FALEMSTATSIDIZE . LMW Screen ZEHELE T
TTANDBE. (FUHDATYT TYIEDEMEEY)ZFRS Fragment Clean Screen Z{TW\E T, €D,
FHEELNIVEIBRZ(CUTZ Fragment Binding Level screen Z{TW\E T,

LMW Screen $& U Fragment Binding Level screen MFR(C(& DMSO #IEZ1TOIch DA IEI AR IRE DA
METY,

MERSYZYI Ny I7—ED % iE
DMSO ADZ>Z>24 )\wI7—B LB IE B D% E
AT LD\ I7— B

6 ENFLAMS(TSY ISIAYRSLT5Y

1. LMW Screen
Sticky XZFEENHBL\E
KA T OL AR ZADEEYIDBRIH

1. Fragment Clean Screen
YITEDEBNI ST A MDBRZE

Affinity Screen FEERIN R ENZ S 205 A MOBRI
S T E R ARAT

Competition Screen
EIRMEOHERR
Affinity Screen
SFHAE B VR RRR AR

Competition Screen
EIREOHEER 2. Fragment Binding Level Screen

AT TE LMW Screen LU Fragment Binding Level screen £ TOFIEZECEHLE T,

MEMO
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1. SAIERZ> =) )N\yI7r—E0 % E

DMSO ADS5>Y=>IN\yI7—-H & ViBIERIES RO %E R

Biacore SAITERH(C(FE(CTOZINYIF—%RURIIET . BE(CERR. BRI TFALEWRI) -2 T3

E—&IR(L PBS-P+ T,

7F 54 MO FAEEYH DMSO TAMNIENTWRIHE. T2 T N\vI7—BLUBNEELGAZE TS

BIRE DT T4 NER(E 5% U TIEED DMSO REICHIZE T, DMSO (C&2TEUDZ RSB RZR
(1%T 1200RU F2E) ZHHINZ 2. ERDT Y =>INYI7—ET7 1514 NEERD DMSO BE%E

FEUGARTIENEETT,

ZNTHENMIBEEETAETRARDEEELS DMSO Tl& UH Y REIE/LZILEYTFL A ILORICE

BRINROENEUEFT . TNUE. UAY REE(EILICBWT, US> RMATES . FRAFED DMSO HHERREN

BIHTY . FRMTBFCIIFHENMNE T, INZBEMIELIFUFET

CHRVEIBOE. EBETRE D DMSO ADS> > )\wI7—T9, 5% DMSO ADS> =>4 \yJ7—%{E

B9 2155, 4%~6%NDE T 4~8 mi2E. DMSO EESU-XDN\vIr—2 V23 DBEUEY.

5.1% DMSO
"""""""" t 5.1% DMSO
B
BN ERDZE

| ____ 5%DMSO — S

S CICRIC SIS
I
UL oA > FEIEILTIL

A IFC (RAVOFREEN—NwS) O DMSO M 109 F T, FiFRRE 1~2 DDIULAA> 123> THn
(¥ 50%DMSO BfEFRTIEET I,

MEMO
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() 5%DMSO ADS>S=>IN\yI7—H &V BIERIESRORER

LATFI(C. 5% DMSO ADS>=>4 )\wIy

3'34201&74)5(@ DiﬁIE/

Biacore 8K LINNDI AT ATIIRA 8 RIEERAEBVECEEHNET .

{ERHT3/\vIr—
(] PBS-P+, 10X

(] PBS, 10X

DEE—IEIR(L PBS-P+ T,

0.2 M phosphate buffer with 27 mM KCI, 1.37 M NaCl
and 0.5% Surfactant P20 (Tween 20)

0.1 M phosphate buffer with 27 mM KCl and 1.37 M NaCl

WEVER I D RLET .

L ECOERK(E 10X (CBIFBDRE T, WINE 10 SHEFRIFC pH 7.4 EBRDFE T, ERFFHEETITERZE,

Biacore X100 Base package F/z(d Biacore 3000 ABIOtEiEZ CFERADIBE

BYEON\YIr—6ERAWEEHFIN RS LIS

@ 2000 ml ® 1.05x PBS-P+DYERK,
210 ml M 10X PBS-P+%. 87K T 2000 ml (CR2LS5HBFRUET .

RRPRETY,

&, 0.22um JIA—-218%1TVET,

Q@ AEHIEASRANIELY 5% DMSO ADT> =>4 )\ I7—DVERK
TEROISISEEGLET,
4.5% DMSO 6.0% DMSO 5.0% DMSO AD
(~10 mi) (~10 mi) 5> )\wI7—(1000 ml)
1.05X PBS-P+ 9.5 ml 9.5 ml 950 m
100% DMSO 0.45 ml 0.60 ml 50 ml
53%00) 1.05X PBS-P+2EEILIEDT > =>4 )\wI7—E L TERBULEE A
Q IBIRAHIEBE®DIERL
A7) 1 2 3 4
DMSO =& 6.0% 5.5% 5.0% 4.5%
4.5% DMSO 0 1500 I 2 x 1500 pI 3x 1500 W
6.0% DMSO 3x 1500 pI 2 x 1500 I 1500 0
BIREER T 1 AIEZITOHBE. U TONYIr—2%2BR(CCHEZEL,

Biacore 8K/8K+

Biacore X100

<+ 500 ml
Biacore T200/5200 - - -

200 ml
+ 150 ml

A%‘H@E(Lb“% Standby Flow B3> =>4 \wI7—HES(FLUTOENTY . 2180 (7 HREILIA) Standby

Flow TEWTHPERE, \wI7

Biacore 8K/8K+

Biacore T200/S5200 - - -
-+ 200 ml/ 7 HHFE

Biacore X100
MEMO

65 ml/ 24 BFRS

—DEKECTZFFTIZA,
-+ 260 ml/ 24 BfE
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SATLDNYI7—ER
AIEZ(IUHBAICE, ERIDI I Ny Ir— TS AT ARNDBEREZITVES . \yITr—RF1-TH
AMUCEYRENTVWS 2R AT ZEITLET .

Biacore 8K MIHE : Instrument Control #JhY5 Change Solutions %Zi&iR

a
' Change solutions
(=}

Biacore T200, 5200, X100 DiZE : X=1—/V—H"5 Tools — Prime #iEIR

Tools | Help
| Prime..
]
MEMO

21



@ EATEMS(TSUDRIY—=3Y
1. LMW Screen ([cBIFDIELEYVRE - WIS DR TE

BRFEEW (7F314D) ORE
LMW Screen DIBE. 7314 NEE(L 1 S THBLFERA. UTZBERICSO VI Ny I7—THIRULET . £
Tz« DMSO AMWIENIEH > TIVDIHE . #EBE TO DMSO SB2(E 5% A TRELLFET,

O BDFEEY 30 UM T2
[SEERATE]

=E DMSO SEB=Z (%)
iwsmalg=x7

0 FEATEFIC. 2AEEMOD FEIBFWRNIBETY,
0 BYIVER—REOIY M-IWUEEY) (RO /A1) ZRRELFT.

Yo7 )R - a0 B &
LMW Screen Z{To350. BRI TOENTY,

O EKDFEEY TR : 30 p/minA E
ADNBER : 30~60 F2
fEBEISRS : 60 LIZE

MEMO
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2. LMW Screen /it
ZENEEZ(E, ANATECEDET , BE. i=E 1 52T LMW Screen ZEMLFE T,
ES3PED

SE8

=

ANNesfE (7 FERERSTE ()

K

BDFEEYD

DMSO A MIENTAR D F L EVIDBE . IBEMIENNE T, 5227 )\WI7—TCHRIRUIAERD Fb
EBYI0 DMSO B ED 5%DIHE. 7> )\WI7—T#HIRUIZ 6% DMSO ¢ 4.5% DMSO ZFHELFY.
E3PED

RISBRELEY) IAYREAEIE IBIREAEIE TAIRAEIEF
DMSO EEB= (%) = DMSO (%) {& DMSO (%) DMSO i=E EXPE

DMSO JBE

DMSO A MIENTAR D FALEDIHE . &HAJILT 50% DMSO (CLD Extra wash DSEftZ5R<HELZL
£, Extra wash (. FRES(CERFUIAR D FALEWZEVIRL. RD Cycle ADFv)—A—-\—-%ZFHLELFE
g_o

[J 50% DMSO

MEMO
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0 LMW Screen ZFAVWVEAEITE(C(E, HFETEDXVY RERWTZEW ABIFET(E, Startup (3 B L) (THL
TEYYTIIWERTFELE T, TEEAMIIC Solvent Correction CAIEMHIE) > MO—-ILHBLU 0BE (Blank) ZBIEL
F9, BYATLADERSEREFEI_17NEZSBESL,

Biacore 8K MIHE : Method 7T M New &£, Binding screen—LMW—LMW Screen1 Ffz(d 2 &R,

Instrument control  Activity history Methods Runs

0 o

% Empty methods

Name

% Surface preparation LMW screen 1

& Assay development LMW screen 2
+ @& Binding screen LMW screen 1 using capture
% Fragment LMW screen 2 using capture

% Antibody/ general

»

Biacore T200 D& : ' Methods—Biacore Methods—LMW screen %524R.,
(&) open/New Method | X
Look in: | (1) Biacore Methods v | 5

Name Type Madified
L& Affinity in solution Method Builder 2020/12/21
&+ Calibration-fres concentration Method Builder 2020/12/21
ELCAP single-cycle kinetics Method Builder 2020/12/21
{4 Fragment Affinity Screen Method Builder 2020/12/21
(&= Fragment Binding Level Screen Method Builder 2020/12/21
(&2 Fragment Glean Screen Method Builder 2020/12/21
_E_;GST kinetics Method Builder 2020/12/21
Ehbm and recover Method Builder 2020/12/21
,{e' Kinetic Screen Method Builder 2020/12/21
,{z‘ Kinetics heterogeneous analyte Methad Builder 2020/12/21
_E_; L1 liposome capture Method Builder 2020412421
_{g‘ LMW kinetics Method Builder 2020412721
LMW screen Method Builder 2020/12/21
EL LMW sinele-cycle kinetics Method Builder 2020/12/21
[E2Sinele-cycle kinetics Method Builder 2020412421
Help Browse.. [ ] Show importable wizard templates Hew... | Open. | Gancel

MEMO
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T lat
Biacore S200 MIFS : TemplatesﬁBinding screen—>Fragment/LMW—LMW screen &
=R,

LU HETEE Tools |

Biacore Templates

ﬂ Blank template
Surface preparation
1 As=say development
- Blrsdlng sCreen
- Fragment/LMW
ﬂ Fragment clean screen

H Fragment binding level screen
LMW screen

; Eﬁ LMW screen using capture

E H Competition using ABA-inject

----- 21 AntibodyiGeneral

Other Options

'u'\.‘iza'ds...

Biacore X100 MIF 5 Other Options M Wizards & Custom Assay Wizard—

Biacore Templates—Binding Analysis with solvent correction Zi£R,

X Open/New Wizard Template X

u&*ﬂm Name Modfied Created By Type Workflow

ﬁ Select Biacore Template X

MEMO
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3. LMW Screen Ozfi ~F —7#&ET

T —AEEMT(C(ES AT LB D Evaluation Software ZFWET
NFIUBHICIDE(CGEEEH NI RBIETESNZ T Y-S LAB LU TOY M Z2HS e TTHERREE W KD
&5 70y M ERRL T, BRIOIR S F L &2 EIRUE T . & Evaluation Software QfERA EII&IE
NZ17 )Nl SRESL,

MEMO
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@ 55525 54T5VDRII-=2 9

1. Fragment Clean Screen &(&

ITSTAIRSATIIORI -2 %7585 5. (FUDDATYT TYIEDEMEEY) 2R Fragment Clean
Screen Z1TVWET . BE 1 RTIZIXD NeRINL FRIEDESRE YIS L0 %1859, BEDAIEMIE
EARETY, BAIMRISI A MLBEE TRADFOLSICHEESHREORVVER O Y- I3 0 RUET,
RO =I5 LAOLSTRINEDR=ZSA OHERBDITTT AT NE YIENBVESN. COERBS TRRIMN
¥9,

RU RU

3
3

@
3

— HBNRIFITAT
— PHEOBNIZTAVS

>
&

~ =
& 3

@
S

754

Response (0 = Analyte baseline_1)
Response (0 = Analyte baseline_1)

504

Time s Time

Fragment Clean Screen T(&. Evaluation Software ZFBV\TIA F DL AFvyvy -0 MERRL T, T—
A EHBLET .

Baseline difference vs 9>l
X BHCEY> T (Cycle. Channel X&) . Y BfilC Baseline difference DL AR (Hil Cycle £D Baseline
=) ZRELFEFT, MEZETEL. LARANEWEDZMIEDRENTST A MU TR ET .

RU
30 *
204
R . . . ® . . .
. 10
-] L] -
© .
£ 0] L g A MW Sensorgram type
h-l
o : . B Active
3 -104
% . . - M Reference
] . [ ] . L4
-20 *
.30_
_40_
T T T T T T T T T T 1
0 50 100 150 200 250 300 350 400 450 500

Run, Channel, Cycle, Curve

MEMO
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0 Baseline difference = (baseline response in cycle n+1) - (baseline response in cycle n)CEHEINF T,

Response

®Biacore T200 T(d Baseline difference hNEIRTEE A Y #li% Baseline DLARIZEL. LARYAD EFHE
BNJz Cycle D—DRINT I A M BRIMNLE T,

2. Fragment Clean Screen (CHBIFRICEVIEE - RNNRFRIDEEE

ISITAYN (PF354B8) DA%
Fragment Clean Screen DIFE. 77351 NEE (L 1 mTHBVERA. U TEERICSOZIN\YI7—TH
FRUE T, £z, DMSO AN TILDIBE. #ERETO DMSO SB=(3 5% U TRELLET,

O J30X0k 1mMi2E
[EEZXE])

=E DMSO SEZ (%)
TSTAN

BN - RS EOBR R
Fragment Clean Screen Z1T2iZ50. HZ(ELLTD@EOTY,
O I3k FRIER 1 30 pI/min Ak

ADNEERS : 10~30

fEREETE 0

MEMO
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3. Fragment Clean Screen Ehtt

EMHNEZ(E, AREICEDFE T, IBE 1 /T Fragment Clean Screen ZE=MELE T,
[SEERATE]

sE8

=

AhNesfE (7 FERERSE (72)

K

TSTAK

0 DMSO A hwIEN izt > T IV T#Ho>TE Fragment Clean Screen TIHBIEMIE(IHEHDEE A,

DMSO ANIENZDTZT AL MDIHE . ZHA )L T 50% DMSO (L&D Extra wash DEAZFRHERLE
9, Extra wash (&, JREG(CTRFUIAR D FALEMZHXLRU. IRD Cycle ADFv—A—\—ZB51ELFET

] 50% DMSO

0 Fragment Clean Screen ZFVWZRITE(C(E., #EFECEDAVY REFHWTZEW ASBITE TS, Startup (3 [EI L)
(CHNTEY O TIVEBITELE T, Solvent Correction CAIEMIE) « I MI—-ILERETI ., BIYATLADERS E
FEEY=27 )N SBESW,

Biacore 8K MIHFE : Method 77D New &£D. Binding screen—Fragment—Fragment Clean Screen %3&
iR

Instrument control  Activity history Methods Runs

0 o

& Empty methods

& Surface preparation Fragment clean screen
W Assay development Fragment binding level screen 1
» @ Binding screen Fragment binding level screen 2
= LMW

% Antibody / general

MEMO
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Biacore T200 DIHE :

Methods— Biacore Methods—Fragment Clean screen Zi£3R,

ﬂ Open/New Method

Look i [ (23 Biacore Methads

Name Type
L& Affinity in solution Method Builder
&+ Calibration-fres concentration Method Builder
ELCAP single-cycle kinetics Method Builder
‘gg Fragment Affinity Screen Method Builder
& Fragment Binding Level Screen Method Builder
Fragment Clean Screen Method Builder
2 GST kinetics Method Builder
&2 Inject and recover Method Builder
(£ Kinetic Screen Method Builder
‘EII Kinetics heterogeneous analyte Method Builder
4_?_;1.3 L1 liposome capture Methad Builder
;_; LMW kinetics Method Builder
52 LMW screen Method Builder
EL LMW sinele-cycle kinetics Method Builder
[E2Sinele-cycle kinetics Method Builder

Modified

2020/12/21
2020/12/21
2020/12/21
2020/12/21
2020/12/21
2020/12/21
2020412/
2020/12/21
2020/12/21
2020/12/21
2020/12/21
2020/12/21
202012/
202012/
2020/12/21

‘ Browse .. | [[] Show importable wizard templates

Mew...

| [Qoen. ]

Cancel

= T
Biacore S200 DIFS : Templates%Binding screen—Fragment/LMW—Fragment Clean

screen mIEIR

Templates GG |

Biacore Templates

i-';& Blank template

Surface preparation

Assay development

Binding screen
Fragment/LMW

’_ﬁ Fragment clean screen

_ﬁ Fragment binding level screen

’_E LMW screen

_ﬁ LMW screen using capture
...k Competition using ABA-inject

(3 Antibody/General

4. ABEDFACEWMRAI)-Z2J OFHE ~F —5EET

T—HAEEAT(C(XS AT LM B Evaluation Software ZFWET

ARE(CEE ;SN 1. Clean Screen EE 1ZHSTED TTHEERIEEW DL TOY M ERR LT, ¥ITEDE
WIS X MaeBRIMNUE D . & Evaluation Software DIEAS LRI RZRIEIY-17 )N SBESL,

MEMO
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5. Fragment Binding Level Screen (CHITAALEYDEE AR DEE

ISITAYN (PF354D) DA%

Fragment Binding Level Screen D& 7134 NEE(F 1 mTHBVFEA. U T2BE RS>0 \vIr
—THIRUET, £z, DMSO AMIENY> TILDIGE. #IEE TO DMSO B = 5% TIRELLE
ER

O I3942b 1mM iEE
[SEERAE]

=E DMSO EEB= (%)
iwsmaig=x7

0 FRATBFIC. 2I3TAD MO FEIFEWRNIVETT,
0 BUINEB—REOI>MO-ILIFTAV S (RO /2H7T>) 2FRELET.

B 7R - RS OB &
Fragment Binding Level Screen Z1Toi5& 0. BR(ELL TFO@ENTY,

O J3TX>b FRIR : 30 pi/min £
INBERS : 20~30 2
FRBERERY  0~1572

MEMO
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5. Fragment Binding Level Screen SE/itt
EZMHNEZ (., NREICKEDFE T, BFE. i=E 1 /T Fragment Binding Level Screen ZZ=ULE Y,
[EERXE]

ANNesfE (7 FERERSTE ()

K

e
=

BDFEEYD

DMSO ZANIENIZIST A NDIGE . SBIRAEIENNETT , 3> )\wI7—THIRUIIED FLEY)
D DMSO EBEN 5%DHE. T2 )\vI7—THIRUIE 6% DMSO & 4.5% DMSO ZFELF T,
E3PED

BISEEITIATN IAYREAEIE TAIREAEIE TAIEAEIEF
DMSO EEB= (%) = DMSO (%) {& DMSO (%) DMSO /= EZPE

DMSO JBE

DMSO A MIENTAR D FALEMDIHE . &HAJILT 50% DMSO (CLD Extra wash DSEftZ5R<HELZL
F9, Extra wash (&, FRERCERTFURTZT A MELTRL. RO Cycle ADFv)—A—/N—%BHLELET

[J 50% DMSO

MEMO
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0 Fragment Binding Level Screen ZFVWVEAAITE(C(F. MEFECEDXAYY R FIWTLIZEW, ASRITE T, Startup
B EUL) (HEWTEYYIIVERTELET . TERARIC Solvent Correction GAIEMHIE) . > MO—-ILBLU 08
E (Blank) ZRIELFT . &IATADERSEREFEY-27NEISBEEV,

Biacore 8K MIBE : Method 77D New £, Binding screen—Fragment—>Fragment binding level
screen1 £zl 2 Z3&IR

Instrument control  Activity history Methods Runs

© omn

& Empty methods

Name

W Surface preparation Fragment clean screen
& Assaydevelopment Fragment binding level screen 1
w @ Bindingscreen Fragment binding level screen 2
= LMW

& Antibody / general

b .
Biacore T200 DIEE : = Methods—Biacore Methods—Fragment Binding Level screen Z3&iR,

E Open/New Method O *
Look in: | () Biacore Methods V| 0
MName Type Modified
.-E;—_‘Afﬁnity in solution Method Builder 2020/12/21
52 Galibration-free concentration Method Builder 2020/12/21
E2 GAP single-cycle kinetics Method Builder 2020/12/21
g_g Fragment Affinity Screen Method Builder 2020/12/21

Fragment Binding Level Screen Method Builder 202012721
-'E.; Fragment Glean Screen Method Builder 2020/12/21
-'E—_IIE GST kinetics Method Builder 2020/12/21
{:"Inject and recover Method Builder 2020/12/21
JE2 Kinetic Screen Method Builder 2020/12/21
[E4 Kinetics heterogeneous analyte Method Builder 2020/12/21
-'E—.'E L1 liposome capture Method Builder 2020412/
.'.?_E‘ LMW kinetics Method Builder 2020412/
,E_:-_' LMW screen Method Builder 2020/12/21
-_E‘s_ LMW single-cycle kinetics Method Builder 2020/12/21
2 Single-cycle kinetics Method Builder 2020/12/21

Help Browse.. [ ] Show importable wizard templates Mewe.. | Open. | Gancsl

MEMO
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T lat
Biacore S200 MIFS : TemplatesﬁBinding screen—Fragment/LMW—Fragment
binding level screen Zi&iR

E Bl Tools ‘

Biacore Templates

5 Blank template

Surface preparation

Aszay development

_1 Binding screen

1 Fragment/LMW

g Fragment clean screen

----- E Fragment binding level screen

----- LMW screen

----- ﬂ LMW =screen using capture

...} Competition using ABA-inject
-..[.] AntibodyiGeneral

MEMO
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6. Fragment Binding Level Screen D3I ~7 —F##AT

T —AEEMT(C(ES AT LB D Evaluation Software ZFWET
NFIUBHICIDE(CGEEEH NI RBIETESNZ T Y-S LAB LU TOY M Z2HS e TTHERREE W KD
&5 70y ML T, BRIOIR S F L &2 EIRUE T . & Evaluation Software QfERA EII&IE
NZ17 )Nl SRESL,

0 Biacore Insight Evaluation Software X Biacore $S200 Evaluation Software T3, T>Y -3 ARR% BEIHI 5!
L. I3 XD NEBIBRFERIFZAR (5% : None) ToHU—JSAETNBINCISIZIITRIENTEET,

L7549
-
250
225
200
]
=z
= 1754
=]
=L
7150 Binding behavior marker
=
g W Multiple
2125 * - B MNone
= - W R > Rmax
-1
= 100 . . M Slope
= .
[ - Slow dissodiation
< 75
w.
25
0

MEMO
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I -FYITDRE - HREDITYMUY

A== (AERUTE Sensor Chip (MEWEINICT R —IEZWTIH, SATANSEDH U ICHE
F932LBRIRET Y BIERO T Y —FyTPREBOEIR(CEVONTENDDES .

1. EY-FVTORE

A9 INIRRET #ES

R[El, 7 HUARICEERAT 3155, Sensor Chip 22 AT AICEYRUIZEE. Standby flow THERL THLZED
BJRETY, \yI7—RNUEAEROS> = Ny I7—DFE THEVER Ao

A ZHEFE(CH IS Standby Flow B DT> =20 )\wI7— BB E(EUATOEBDTY . #EAEZITIEREN Y T7—D
KECKZGITIZEN,

Biacore 8K/8K+ -+ + 260 ml/ 24 BERS

Biacore T200/5200 - - - 65 ml/ 24 BFf5]

Biacore X100 -+-200ml/ 7 HfE
D1y MREET DRTF

EOHURES S —FvI DS — MNBDZDN-DBIREED., >— M3 ZERE (50 ml DAATETIZAF V=
OF1-TJ%F) (CFLIZSO 22 N\yI7—ITRU. 4 CTRIFLET .

|

— . O
O et y—syremmmesms. EEEOBL RS MR RS S— kKRB
WTHBHIN =YD TLIZEW, ZDFR. HEED A ISERU TZE,

HI5AE
S— NFE v BEIBENGNEBIFLIMTRETIELS
v WetlRE. AN OXEmS
TSAFVIERSS EiEm GEATLSAD
7 Fertox Y ESELCE

v WetfRER, EHRAIEUEENS
F LI TRETK SRV ERDIEE

MEMO
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2. EEOIvYNIY
Sensor Chip ZERE(CANEEFRID )\ THEFFIZBRICIE. E£5E. > N\vIr—DEBEE(ICTTERL
JZIZ&. Control Software 2375 _EIFfcFF. HEDEIR(E ON [CLTBWVTLIZEL,
EEzt)5155. RIERTUTOFIENURELRDET,
O SRITECAEAUTE Sensor Chip ZERDHE T
[0 Sensor Chip Maintenance ZtZw 9%
O N\wI7—RMVEEBFEARMNUCESRZ T, S AT LAOBREIZITD
Biacore 8K MIZE : Instrument Control #7HV5 Change Solutions %3&3R
Biacore T200, 5200, X100 DIFE : XZ1—/\—1H"5 Tools — Prime ZI1E4R
[0 Sensor Chip Maintenance ZEXDH 9
[J Control Software ZBU%
O PCHIUEBEDI YN

A)\““J?T’—ﬁ M ZBEHZZER. )\WI7—F1-JZHMBEOIVIZATEWIE V. BOFE5AHZHEEZET .,

Biacore ZEIDULTHBEVWEECEDICERMBRASTFHOANBETT,
[J Desorb & 1 [E]

[0 Desorb and Sanitize A 1@l

AVTFIABEEDOF BB 17N SRESL,

ZDENCRBERESEVELS, RR—=SDINA AL LIRS EFTBREVED BRI,

MEMO

37



miSahEaERO

TEL:03-5331-9336

o MEBRT7IA—H—-EX
(BEZH®D 9:00~17:30. BEEANINELVOZEIR)
FAX:03-5331-9324 (FEE={7)

o HmFEAMTIBERICEILT
(SNAAFALI RS> EZEHD 9:00~12:00. 13:00~17:30)
BREREAIEVQZERE. WROXBBIOFSZIRL TIZEL,
: AKTA. JO0Y M504 —BhER R
: BRI SR
: EBRUKEIBEIER M. ERAFTRE
: Dy E M, EOME M
e-mail : Tech-JP@cytiva.com (FERFZ{T)

o WHl/1TESHSE

(EZHO 9:00~12:00. 13:00~17:30. BEZRNICRELVOTIEIR)

[~ IR

) BEERICRULTEZFSTINVERVLIBERG. HBSFAOEIE, BHY-EA0[E . BSOS
EARDIHICHIRESE TV ENHDFET
) 7H0JERRE TESERN TERVGERZOFEFSHFEIIEN, ARL—F—(IDOBHDET,

www.cytivalifesciences.co.jp

s S (IR E VI BRDB AR - FRTEHE
Cytiva / Tokyo, Japan

JO-)VSATHAIVRTH /0D -ZX2v )k a1t BESNTVDAE(L 2022 F 3

T169-0073 AIRFEOEDTFEKEEIND
RREFEXE AR 3-25-1 YO ENFY BENBDEFITDTHSNUSHT T
BE&EE : NMAFTALIRSA> F2EW, IBEEINTLS AR
TEL:03-5331-9336 (. BHOBEIEELEERE

e-mail : Tech-JP@cytiva.com =4 BELADECELTAE

SFELDVERVEIBRE, BESE
ADEIE, #Y—-E20mE k., ¥
HHSDTEIEDTHICFIFEEET
WelZEENHDET .
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